Amendments to the Claims: 

This listing of claims will replace all prior versions, and listings, of claims in the application. 
Listing of Claims; 

Claim 1 (cun'ently amended): A [[M]]method for improving plant growth characteristics selected 
from one or more of increased yield, increased growth rate and modified architecture, said 
method comprising; 

(a) introducing i ncr e a s ing e xpr es sion into a plant ef a nucleic acid molecule encoding a 
B-type CDK protein said CDK protein comprising a PPTALRE motif fSEQ ID NO:26) with no 
mismatches or with a mismatch at position 2 and/or 4 from left to right, a catalvtic kinase 
domain, and a T-loop activation kinase domain, to obtain TO transformants: and/or incroac i ng 
a ct i vity a nd/or le v el s i n a plant of a B typo CDK prot ei n 

(b) growing the TO transformants to obtain T1 seed; 
fc) germinating the T1 seed to obtain T1 plants: 

id) selecting T1 plants or progeny thereof comprising the nucleic acid molecule encoding 
the B-tvpe CDK protein : 

fe) measuring in a T1 selected plant or progenv thereof of step id), a parameter selected 
from the orouo consisting of: aboveoround plant area: plant height: panicle number, total seed 
number number of filled seeds: total weight of seeds: harvest index: or thousand kernel weight: 

(f) correlating an increase in a parameter of step (e) in a T1 plant or progenv thereof 
compared to a control plant, with a plant having increased vield. increased growth rate or 
modified architecture . 

Claim 2 (canceled) 



3 



Claim 3 (currently amended): A Method according to claim 1 eF-2, wherein said B-type CDK is 
derived from a plant[[,]] algol or funga l source. 

Claim 4 (currently amended): A [[M]]method according to claim 3, wherein said B-type CDK 
derived from a plant is preferably from a dicotyledonous plant, further preferably from the family 
Brassicaceae, more preferably th e nucl e ic ac i d s e qu e nc e i s from Arabidopsis thaliana. 

Claim 5 (currently amended): A [[M]]method according to aFiy claim 3, wherein said B-type CDK 
is a class 1 B-type CDK, preferably a CDK B1;1 from Arabidopsis ttialiana or a CDK B1;2 from 

Arabidopsis ttialiana. 

Claim 6 (currently amended): A [[M]]ethod according to claim [{5]] 3, wherein said B-type CDK 
is a class 2 B-type CDK, preferably a CDK B2;2 from Arabidopsis ttialiana. 

Claim 7 (currently amended): A [[MJJniethod according to claim 5, wh e r e in sa i d CDK 81 ;1 
nuc le ic ac i d is as r e pr ese nt e d by SEQ I D NO: 1 or by a portion th e r e of, or by a nuc lei c ac i d 
s e qu e nc e capabl e of hybrid i sing th e r e with, and wherein the CDK B1;1 protein i s as reprosontod 
by has the amino acid sequence of SEQ ID NO: 2[[,]] or a homologu e . d e rivat i v e or aotivo 
fragm e nt - th e r e of . 

Claim 8 (currently amended): A [[M]]ethod according to claim 5, whoroin said CDK B1;2 nuo l o i o 
ac i d is as r e pr ese nt e d by SEQ ID NO: 3 or by a portion th e r e of, or by a nucl e ic acid se qu e nc e 
capab le of hybridising th e rew i th, and wherein the CDK B1 ;2 protein i s a s r e pr e sent e d by has 
the amino acid seouence of SEQ ID NO: 4[[.]] or a homologu e , der i vat i v e or activ e fragm e nt 
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Claim 9 (currently amended): A [(M]Jethod according to claim 6, whoro i n oaid CDK B2;2 nucl e ic 
ac i d io ao roprooontod by SEQ I D MO: 5 or by a portion thoroof. or by a nuc l o i c acid sequ e nc e 
oapablo of hybrid i sing thorowitli. and wherein the CDK B2;2 protein is as reprocontod by has 
the amino acid sequence of SEQ ID NO: 6[[,]] or a homologuo. derivativo or active fragment 
th e r e of . 

Claim 10 (canceled) 

Claim 1 1 (currently amended): Method according to claim 5, wherein expression of said CDK 
B1;1 nucleic acid is driven by a promoter active in young, expanding tissue[[,]] pr e f e rab l y 
wh e r e in s ai d promot e r is a b e ta e xpansin promot e r . 

Claim 12 (currently amended): Method according to claim 5 or 6 . wherein expression of said 
CDK B1;2 nucleic acid and wherein expression of said CDK B2;2 nucleic acid is driven by a 
constitutive promoter[[,]] pr e f e rably wh e r e in said promot e r i s a GOS 2 promotor . 

Claim 13 (previously presented): Method according to claim 1, wherein said increased yield 
comprises one or more of: an increase in area, an increase in the number of panicles, an 
increase in height, an increase in the number of seeds, an increase in the number of filled 
seeds, an increase In the total weight of seeds, an Increase in thousand kemel weight (TKW) 
and an increase in harvest index, each relative to control plants. 

Claim 14 (previously presented): Method according to claim 1, wherein said modified 
architecture includes one or more of: increase in aboveground area, increase in the number of 
panicles and an increase in height. 
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Claim 15 (previously presented): Plants obtainable by a method according to claim 6. 
Claims 16-19 (cancelled) 

Claim 20 (currently amended): Method for the production of a transgenic plant having improved 
growth characteristics selected from any one or more of: Increased yield, increased growth rate 
and modified architecture, which growth characteristics are improved relative to growth 
characteristics of con'esponding wild type plants, said method comprising the steps of: 

(a) introducing Into a plant or a plant cell a nucleic acid molecule encodino a B-type CDK 
said B-tvpe CDK comprisina a PPTALRE motif (SEQ ID NO:26^ with no mismatches or 
with a mismatch at position 2 and/or 4 from left to right, a catalvtic kinase domain, and a 
T-loop activation kinase domain a e n e /nuGl ei o : or 

(b) a nucleic acid encoding a CDK mutant, which CDK mutant comprises at loact one of the 
s e ven am i no acid po si t i on chang e s shown In Tab l e A SEQ ID N0:9 havino at least one 
of a Y substituted for an H at position 4. V substituted for a D at position 79 or an A 
substituted for a T at position 152: SEQ ID NO:10 having an I substituted for a T at 
position 30: or SEQ ID N0:1 1 having at least one of an E substituted for a V at position 
5. an R substituted for an S at position 122. or a K substituted for an E at position 143 : 

(c) cultivating the plant cell under conditions promoting regeneration and mature plant 
growth : and 

(d) selecting a plant having increased vield. Increased growth rate, or modified architecture . 
Claims 21-31 (canceled) 
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Claim 32 (new): The method of claim 7 wherein the CDK B1:1 protein having the amino acid 
sequence of SEQ 10 N0:2 Is encoded by a nucleic acid molecule having the sequence of SEQ 
ID N0:1. 

Claim 33 (new): The method of claim 8 wherein the CDK B1;2 protein having the amino acid 
sequence of SEQ ID N0:4 is encoded by the nucleic acid molecule having the sequence of 
SEQ ID N0:3. 

Claim 34 (new): The method of claim 9 wherein the CDK B2;2 protein having the amino acid 
sequence of SEQ ID N0:6 is encoded by a nucleic acid molecule having the sequence of SEQ 
ID N0:5. 

Claim 35 (new): The method of claim 1 1 wherein the promoter active in young, expanding 
tissue is a beta expansin promoter having the nucleotide sequence of SEQ ID NO: 14. 

Claim 36 (new): The method of claim 12 wherein the constitutive promoter is a G0S2 promoter 
having the nucleotide sequence of SEQ ID N0:15. 
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